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Abstract: An untargeted metabolomics approach combined with sensory analysis was used to
depict the impact of different traditional Italian extraction methods (i.e., Espresso, Neapolitan,
Moka) along with Filter, on Coffea arabica and Coffea canephora var. robusta beverages. To this aim,
polyphenols, Maillard reaction products, and coffee metabolites were screened by high resolution
mass spectrometry and elaborated through both unsupervised and supervised multivariate statistical
approaches. Multivariate statistics showed a distinctive chemical profile for Espresso preparation,
while Moka and Neapolitan were very similar. The orthogonal projection to latent structures and
discriminant analysis allowed the identification of 86 compounds showing a high VIP discrimination
score (i.e., > 0.8). The 2,5-dimethyl-3-(methyldithio)-furan was a marker for the Filter preparation,
while 1,2-disinapoylgentiobiose characterized both Filter and Neapolitan extractions. Caffeine
(known to be a bitter compound) accumulated highly in Filter vs. Espresso, although at the sensory
profile, bitterness was more perceived in Espresso. Vegetal aroma carried by pyrazines, pyridines,
and phenolic acids were markers of Espresso, with Robusta showing higher values than Arabica.
Notwithstanding, our findings showed that the extraction process played a hierarchically higher role
in driving the chemical composition of the beverages when compared to coffee species.

Keywords: coffee; extraction methods; sensory analysis; metabolomics

1. Introduction

Two Coffea species, namely Coffea arabica and Coffea canephora var. robusta, are the
most cultivated worldwide and dominate in terms of market volume [1]. These species are
deeply different genetically (polyploid for the former, diploid for the latter) [2], require
different pedoclimatic conditions [3], have different biochemical ripening processes, and
undergo different post-harvesting processes [4–7]. Therefore, chemical profiles and flavor
precursors characterizing the green beans reflect the previously cited diversity [8,9]. Also,
the transformations occurring during roasting and extraction steps can lead to exclusive
metabolites, such as aromatic compounds and bioactive molecules, providing a cup profile
to the beverage that testifies all those characteristics [10,11].

Together with the coffee powder used, it is recognized that the extraction method
strongly impacts the sensory profile of coffee beverages [12]. Among others, the traditional
Italian extraction methods, namely Moka, Neapolitan pot, and Espresso, are known to
give consumers a unique and recognizable aromatic and gustative perception [13,14]. In
this context, the market availability of automatic filtered coffee from domestic machines
has contributed to enhancing the consumption of less intense and longer coffee, even in a
historically espresso-consumer population [15]. Conversely, an increasing interest in the
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rediscovery of home extraction systems stressed the need for accurate studies on technical
aspects [16] to exalt and differentiate the final cup from Moka Neapolitan pots [17].

In recent years, several analytical strategies have been implemented regarding the
quality and integrity of foods, including coffee and coffee beverages, such as isotope
ratio mass spectrometry (IRMS), liquid chromatography coupled with mass spectrometry
(LC-MS), gas chromatography coupled with mass spectrometry (GC-MS), near infrared
spectroscopy (NIRS), and nuclear magnetic resonance spectroscopy (NMR) [18]. In this
regard, liquid chromatography quadrupole time-of-flight mass spectrometry approach
has allowed discrimination against coffee brewed by different extraction methods [19].
Similarly, high-resolution mass spectrometry techniques have been efficiently applied for
evaluating coffee quality and the potential correlations with the sensory attributes [13].
Interestingly, several studies on C. canephora have been carried out in recent years by using
metabolomics [20,21]. In this regard, this species is considered to have a lower cup quality
compared to C. arabica. Accordingly, some authors were able to identify potential markers
for the early selection of C. canephora plants with desirable cup quality traits [21]. Therefore,
metabolomic approaches demonstrated a solid potential to investigate several aspects
related to coffee quality, including processing conditions (e.g., roasting, grinding, and
brewing methods), authentication, traceability, the correlation with sensory quality, and the
quality improvements of selected cultivars.

However, to the best of our knowledge, there is still a lack of information in the
scientific literature about a link between the comprehensive metabolomic phytochemical
profiles of coffee and sensory traits, related to different extraction methods. Therefore, this
study aimed to explore the potential correlations existing between metabolomic profiles
of C. arabica and C. canephora var. robusta beverages obtained through four traditional
extraction methods (Moka, Neapolitan pot, Espresso, and Filter) and their sensory profile.
This information is relevant to unravel the effect of extraction method and coffee species
combinations, in terms of both sensory and chemical profiles. This piece of information can
complement the more consolidated knowledge already available on other quality-related
aspects such as planted cultivar and edaphic conditions, processing and roasting, as well
as shelf life and packaging, in a “one-quality” perspective.

2. Materials and Methods
2.1. Coffee Samples

Two roasted coffee samples were supplied from a local industrial roaster (Musetti,
Piacenza, Italy) with the same roasting process. The two commercial blends were con-
stituted either by 100% C. Arabica natural processed from Brazil or 100% C. Canephora
var. robusta natural processed from India. Coffee samples were ground with La Cimbali
ELECTIVE (Gruppo Cimbali S.p.A., Binasco, Milan, Italy) grinder-doser to reach the proper
granulometry for each extraction.

2.2. Extraction Methods

Moka extraction was performed using the Bialetti “Moka Express” as provided by [22],
applying an adjusted brew ratio of 76 g/L for both Arabica and Robusta samples, for both
sensory and chemical analysis. Filter coffee was prepared using a commercial drip coffee
maker Ariete Vintage, setting a “strong coffee” modality, and using a brew ratio of 50 g/L.
Neapolitan coffee was prepared using an aluminum traditional Neapolitan pot (Ilsa, Turin)
following the procedure described by [17] using a brew ratio of 72 g/L.

Traditional Italian espresso coffee was prepared with the professional Espresso ma-
chine Cimbali M100 (Gruppo Cimbali S.p.A., Binasco, Milan, Italy) using water softened
from a Brita Purity C150 (30% bypass) to obtain acceptable total and carbonate hardness,
according to the SCA water control chart [23]. The extraction was made at 92 ◦C, with six
sec of pre-infusion at a ratio between coffee powder and beverage of 1:2 (w/w). About 16 g
of coffee were packed in a double shot coffee basket for both Arabica and Robusta samples.
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2.3. Sensory Analysis

The sensory evaluation was performed by a single panel of six trained panelists in
two different sessions, the former for espresso and filter coffees, the latter for Moka and
Neapolitan pot extractions, both carried out in laboratory “SensoryLab”, compliant with
UNI ISO 8589 standards, at Università Cattolica del Sacro Cuore (Piacenza—Italy). The
attributes characterizing the samples were selected by the judges after a training session
using Coffee Lexicon as reported in the literature [24]. Then, the selected attributes were
listed in M34 Trialcard Plus form (Figure S1) by “Centro Studi Assaggiatori—Italian tasters”,
which was used during each session to rate samples. In detail, panelists were asked to
evaluate each attribute on a scale from “0” set as “absence of perception” to “9” set as
“very intense perception”. The validation and replicability of each panelist were tested by
the presence of one duplicated sample per session. Medians of the scores given to each
descriptor from a single panelist to the duplicated samples were not to differ from more
than±1 point to consider the panelist as being repeatable. Then, before starting each session
of sensory analysis, a panel calibration was made by delivering panelists with the median
score reached by an extra sample of coffee beverage. Data were collected with ADS System
by Horizon Design and Centro Studi Assaggiatori Brescia, to be statistically elaborated.

2.4. Extraction of Metabolites from Coffee Samples

For the metabolomics analysis, a total of 44 samples were analyzed, when considering
Espresso (20 replicates), Neapolitan (eight replicates), Moka (eight replicates), and Filter
(eight replicates) preparations. In this regard, one mL of each coffee beverage (as resulting
from Moka, Neapolitan pot, Espresso, and Filter preparations) were extracted in five mL of
70% aqueous methanol (LC-MS grade, VWR, Milan, Italy) acidified with 0.1% formic acid.
Regarding the starting ground coffee samples of C. arabica and C. canephora var. robusta,
four replicates (1 g) of each sample were extracted using an Ultra-Turrax homogenizer
(IKA T25, Staufen., Germany) using the same extraction solution. The extracts were then
centrifuged (Eppendorf 5810R, Hamburg, Germany) at 10,000× g for 10 min at 4 ◦C and
filtered using 0.22 µm cellulose syringe filters into amber vials.

2.5. Untargeted Metabolomic Profiling through UHPLC-QTOF Mass Spectrometry

The untargeted metabolomic profile of the different coffee extracts was investigated
through an UHPLC-QTOF-mass spectrometry. To this aim, a 1290 liquid chromatograph
was coupled with a G6550 mass spectrometer detector via a Dual Electrospray Jet Stream
ionization system (from Agilent Technologies, Santa Clara, CA, USA) under previously
optimized instrumental conditions [13]. The instrument worked in Full-SCAN mode, ac-
quiring positive ions in the range of 100–1200 m/z. Samples were acquired in “extended
dynamic range” mode with a nominal resolution of 40,000 FWHM. The injection volume
was 6 µL, while the sequence injection was randomized. Also, Quality Control samples
(QC) were injected in the UHPLC-QTOF and consisted of a pooled aliquot of each extract.
In this regard, QCs were injected at the beginning of the sequence and every 10-sample in-
jection and analyzed in data-dependent MS/MS mode using 10 precursors per cycle (1 Hz,
50–1200 m/z, positive polarity, active exclusion after two spectra), with typical collision
energies of 10, 20, and 40 eV. The raw mass features were aligned and deconvoluted using
the Agilent Profinder B.06 software. In this regard, the find-by-formula algorithm was
used to annotate molecular features (MFs) following mass and retention time alignment.
The detailed information regarding the post-acquisition process is accurately described
elsewhere [13]. Three databases were combined for the identification process, namely the
FoodDB (https://foodb.ca/ (accessed on 1 February 2022) using the list of compounds
already reported in coffee), Phenol-Explorer 3.6 (http://phenol-explorer.eu/ (accessed
on 1 February 2022) to profile polyphenols), and a custom database on Maillard reaction
products. Based on our process, each compound was identified according to a Level 2 of
confidence (putative annotation based on high mass accuracy, exploiting the isotopic profile
of each mass feature) as reported by COSMOS Metabolomics Standards Initiative [25]. Be-

https://foodb.ca/
http://phenol-explorer.eu/
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sides, the level of confidence in annotation was increased by using the spectral information
reported in the QC. The latter were elaborated upon using the software MS-DIAL (version
4.70) for a further identification and/or confirmation step [26] and compared against the
publicly available MS/MS experimental spectra available in the same software (e.g., Mass
Bank of North America) and MS-Finder in-silico fragmentation from compounds in Lipid
Maps, FoodDB, and PlantCyc [26].

2.6. Multivariate Statistical Analysis
2.6.1. Metabolomic Data

The raw data obtained following metabolomics were aligned and normalized using
the Agilent Mass Profiler Professional B.12.06 software, according to the workflow reported
in previous work [13]. Then, two different multivariate statistical approaches were used
to elaborate on the raw data, namely an unsupervised hierarchical cluster analysis (both
HCA-distance measure: Euclidean; clustering algorithm: Ward’s, and PCA-principal
component analysis) and a supervised orthogonal partial least squares discriminant data
analysis (OPLS-DA). In particular, the supervised model was created considering as class
discrimination the “extraction process”. Besides, each OPLS-DA model was inspected for
outliers, cross-validated (CV-ANOVA), and evaluated for potential overfitting (permutation
testing with 200 random permutations). The model parameters (goodness of fit: R2Y and
goodness of prediction: Q2Y) were also inspected to evaluate the overall goodness of
the prediction model. The variables importance in projection (VIP) was finally used to
select those compounds having the highest discrimination potential (VIP score > 0.8) and
potentially related to the sensorial profile [13,27].

2.6.2. Sensory Data

All the data were collected with Microsoft Excel 2007 and elaborated upon by radar
graphs. Discriminant power of the extraction method was assessed via one-way analy-
sis of variance (ANOVA). A factorial analysis with principal component analysis (PCA)
elaboration was applied to highlight relationships within variables and between variables
and samples, which were clustered as such for the specie and extraction method. Statis-
tical elaboration was carried out by IBM SPSS Statistics 27 (IBM Corporation, Armonk,
NY, USA).

3. Results and Discussion
3.1. Untargeted Profiling by UHPLC-QTOF-Mass Spectrometry

In this work, the untargeted metabolomics approach based on UHPLC-QTOF-mass
spectrometry resulted in the putative identification of 228 compounds annotated according
to a Level 2 of confidence [13,25]. Besides, the analysis of QC samples allowed us to confirm
the structural identity of 94 compounds, such as caffeoylcholine, caffeine, phloroglucinol,
and trigonelline, amongst others. A comprehensive list reported the relative abundance of
each compound annotated, together with its composite MS and MS/MS spectra, can be
found in the Supplementary Materials (Supplementary File S1).

As the first step, we used a Volcano plot analysis combining ANOVA (p < 0.05) and
Fold-Change analysis (FC cut-off > 1.2) to check the chemical differences between the raw
ground coffee samples under investigation (i.e., C. arabica and C. canephora var. robusta)
before running the different extraction processes. The output obtained is reported in
Supplementary File S1. As can be observed, the volcano plot for the comparison C. arabica
vs. C. canephora var. robusta showed 92 significant compounds (including the isomeric
structures), with 72 compounds significantly up accumulated for the C. arabica ground
coffee, thus revealing a broader and complex phytochemical profile when compared to
C. canephora var. robusta.

Regarding specific and typical compounds, according to [28], caffeine was strongly up
accumulated in C. canephora var. robusta (Fold Change value = 10.81; p-value = 0.044), fol-
lowed by Na-p-hydroxy-coumaroyl-tryptophan (Fold Change value = 3.10; p-value = 1.7× 10−6),
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(R)-2-hydroxy-4,7-dimethoxy-2H-1,4-benzoxazin-3(4H)-one 2-glucoside (also known as
HDMBOA-Glc) (Fold Change value = 2.01; p-value = 8.5 × 10−6) and coffeasterene (Fold
Change value = 1.95; p-value = 1.2 × 10−5). Overall, the amino acid conjugates of hy-
droxycinnamic acids (e.g., Na-p-hydroxy-coumaroyl-tryptophan) have been previously
reported as potential marker compounds to discriminate among coffee cultivars [29]. In
this regard, [30] showed that p-coumaroyl-N-tryptophan was a characteristic marker com-
pound of the C. canephora species, thus confirming our findings. Also, the compound
coffeasterene belongs to the class of organic compounds known as stigmastanes and deriva-
tives. These are sterol lipids with a structure based on the stigmastane skeleton, which
consists of a cholestane moiety bearing an ethyl group at the carbon atom C24; however,
little information is available in the literature concerning its ability as related to cultivar
discrimination. Finally, HDMBOA-Glc has been reported as a marker of biological interest
when considering defense mechanisms of the plant [31]; therefore, our findings suggested
a potential up-accumulation of this metabolite in C. canephora var. robusta as a response
to terroir-related factors, such as pedo-climatic conditions, together with agronomic and
post-harvest practices [32].

Regarding the significant marker compounds of C. arabica, those showing the highest
variations were p-HPEA-AC (Fold Change value = 2.13; p-value = 3.8 × 10−6),
5-methylquinoxaline (Fold Change value = 1.88; p-value = 1.4 × 10−4) and isomeric forms
of cyclopentanedione (Fold Change value = 1.83; p-value = 5.1 × 10−5). The compound
p-HPEA-AC belongs to the class of organic compounds known as tyrosols and derivatives.
These antioxidant compounds are minor phenolic compounds in the coffee plant, although
their presence has been previously documented [13,33]. Besides, 5-methylquinoxaline be-
longs to the chemical class of quinoxalines; these compounds contain a quinoxaline moiety,
a bicyclic heterocycle made up of a benzene ring fused to a pyrazine ring. According to
the literature, 5-methylquinoxaline contributes to the coffee flavor development, being
associated with sensorial descriptors, such as burnt, roasted, nutty, and roasted corn [34].
Finally, cyclopentanedione derivatives (such as 3,5-dimethyl-1,2-cyclopentanedione), also
known as benzyl-related compounds, belong to the class of organic compounds known
as cyclic ketones, usually described as sweet, maple, sugar, caramel, and coffee tasting
compounds, and then considered potential biomarkers for the consumption of coffee and
coffee products [35].

3.2. Multivariate Statistical Discrimination of the Different Extraction Methods

In the next part of this work, untargeted metabolomics based on UHPLC-QTOF mass
spectrometry was used to explore the major differences imposed on the chemical profile
by the four different extraction methods under investigation, thus accounting for the
variability imposed specifically by each processing method. As can be observed from the
unsupervised hierarchical cluster analysis heat map (Figure 1), the Espresso preparation
was characterized by the most distinctive chemical profile, being included in a separate
cluster. Interestingly, Filter, Moka, and Neapolitan preparations were included in another
cluster, with Moka and Neapolitan providing a more similar profile, being included in the
same sub-cluster.

Besides, a PCA score plot was inspected to assess the dispersion of each sample
according to the measured chemical profile. As clearly reported in Figure 2, the two main
principal components (PC1 and PC2) were found to explain a total of 77.8% of the variability
among each group, thus revealing a clear ability of the statistical model to discriminate
the different extraction methods. Also, a high variability between the Espresso samples
was observed, mainly driven by the different cultivars considered (i.e., C. arabica and
C. canephora var. robusta).
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Figure 1. Unsupervised hierarchical cluster analysis (HCA) based on fold-change heat map (similarity:
Euclidean; linkage rule: ward) for the different coffee samples included in the different extraction
category (i.e., Espresso, Filter, Moka, and Neapolitan).

Figure 2. Principal Component Analysis (PCA) score plot for the different coffee samples included in
the different extraction category (i.e., Espresso, Filter, Moka, and Neapolitan).

Thereafter, to better investigate the compounds or classes of compounds explaining
most of the variability observed, the following supervised multivariate statistical approach,
namely OPLS-DA, was used. The OPLS-DA score plot is reported in Figure 3. The goodness
model parameters were highly significant, being: correlation R2Y (cum) = 0.772, R2X = 0.762,
and Q2Y prediction ability = 0.616. Also, the prediction model was cross-validated using a
Cross Validation-ANOVA (p-value = 2.15 × 10−14) and both strong outliers and overfitting
could be excluded (Supplementary File S1). Besides, Figure 3 indicates that the orthogonal
components were effective in separating the Espresso vs. the other extraction methods,
while the chemical distance between coffee samples included in the Filter, Moka, and
Neapolitan groups was smaller.
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Figure 3. Orthogonal Projections to Latent Structures Discriminant Analysis (OPLS-DA) score plot
for the different coffee samples included in the different extraction category (i.e., Espresso, Filter,
Moka, and Neapolitan).

After that, the identification of the most important variables in the orthogonal pro-
jection was carried out through the VIP method. This approach ranked compounds as
a function of their ability to determine the OPLS-DA score plot observed in Figure 3.
These discriminant compounds are reported in Table 1, together with their VIP scores
(cut-off > 0.8) and Log2 Fold-Change values (resulting from Fold-Change analysis with
cut-off = 1.2 and having a p value < 0.05). The Espresso category was used as reference
in Fold-Change analysis. Overall, we classified 86 discriminant compounds (excluding
the potential isomeric structures), showing large differences between the different coffee
samples extracted with the four extraction methods. Among the discriminant compounds,
we found a large abundance of polyphenols (42%), followed by amino acids analogues,
pyrazines, pyridines, and aryl-alkyl-ketones. Overall, two compounds were characterized
by the highest VIP scores, namely 2,5-dimethyl-3-(methyldithio)-furan (VIP score = 1.72)
and 1,2-disinapoylgentiobiose (VIP score = 1.48), belonging to furan derivatives and phe-
nolic acids classes, respectively. Interestingly, these latter were highly discriminant for
the Filter preparation, as can be observed by checking the LogFC variations reported in
Table 1.
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Table 1. Classified VIP discriminant compounds (VIP score > 0.8) following the OPLS-DA supervised statistics and considering the comparisons of Filter, Moka, and
Neapolitan vs the Espresso extraction system, according to the Log2 Fold-Change (FC) variations.

Class Discriminant Compounds (OPLS-DA) VIP Score LogFC Filter vs. Espresso LogFC Moka vs. Espresso LogFC Neapolitan vs. Espresso

Alkaloids Caffeine 1.01 3.44 −0.12 −2.48
Calystegine A6 0.99 0.74 −0.99 −1.96

Alkyl-phenylketones 3′,4′-dihydroxyacetophenone 1.26 3.78 1.62 1.47
1-phenyl-1-propanone 1.10 −16.45 −18.91 −18.98

Amino acids, peptides, and analogues L-homoserine 1.07 1.66 −0.25 −0.50
N-(carboxymethyl)lysine 1.04 −3.50 −1.20 −1.61

N6-formyl lysine 1.03 0.27 0.34 −0.03
N-(carboxyethyl)lysine 0.91 −13.47 −15.97 −15.99

N6-acetyl lysine 0.89 −4.13 −6.44 −6.65
N-caffeoyltryptophan 0.81 4.74 2.54 2.34

Aryl-compounds 1-methyl-2-carboxaldehyde
pyrrole/2-acetylpyrrole 1.37 3.25 1.29 1.20

1-(2-furanyl)-1-butanone 1.37 0.10 0.53 0.20
2-acetyl-6-methylpyridine/2-acetyl-5-

methylpyridine 1.09 −0.53 −0.22 −0.52

4-acetyl-3-methylpyridine/4-acetyl-2-
methylpyridine 1.09 −0.52 −0.21 −0.52

Ethyl 2-furanyl diketone 0.90 3.89 1.58 1.49
1-(5-methyl-2-furanyl)-1,2-propanedione 0.82 3.87 1.56 1.47

Azoles

5-ethyl-2-methyloxazole/5-ethyl-4-
methyloxazole/4-ethyl-2-methyloxazole/2-

ethyl-5-methyloxazole/2-ethyl-4-
methyloxazole

1.07 −15.21 −17.68 −17.73

4-ethyl-2,5-dimethyloxazole/5-methyl-2-
propyloxazole/5-ethyl-2,4-

dimethyloxazole
0.97 0.18 −0.01 −0.29

4,5-dimethyl-2-propyloxazole 0.88 2.06 −0.46 −0.93
Flavonoids Narirutin 4′-O-glucoside 1.08 −4.06 2.30 −6.58

Neodiosmin/Diosmin 1.07 3.51 0.97 1.02
Neohesperidin/Hesperidin
Quercetin 3-O-galactoside

7-O-rhamnoside/Kaempferol
3-O-sophoroside/Quercetin
3-O-rutinoside/Quercetin

3-O-rhamnosyl-galactoside/Kaempferol
3,7-O-diglucoside

1.03 3.54 1.01 1.03

Pigment A/Peonidin
3-O-rutinoside/Peonidin

3-O-(6′′-p-coumaroyl-glucoside)
1.03 3.52 0.99 1.01
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Table 1. Cont.

Class Discriminant Compounds (OPLS-DA) VIP Score LogFC Filter vs. Espresso LogFC Moka vs. Espresso LogFC Neapolitan vs. Espresso

Delphinidin 3-O-rutinoside/Cyanidin
3,5-O-diglucoside/Cyanidin

3-O-sophoroside
1.03 3.62 1.06 1.08

Cyanidin 3-O-glucosyl-rutinoside 0.96 17.55 12.95 15.08
(+)-Catechin/(-)-Epicatechin 0.96 19.18 −1.36 −1.36

Nepetin/Isorhamnetin/Rhamnetin 0.91 4.11 5.53 5.89
Furans Dihydroactinidiolide 1.15 −6.14 −2.05 −0.21

2,5-Dimethyl-3-(methyldithio)furan 1.72 3.27 −2.17 −4.47
(R)-roemerine 1.06 −14.13 −8.48 −14.04

4-[(2-Furanylmethyl)thio]-2-pentanone 0.95 −11.56 −14.05 −14.06
2-Ethyl-4,5-dimethyloxazole 0.94 0.15 −0.03 −0.31

Other phenolics Tyrosol/4-ethyl-1,2-benzenediol/3-ethyl-
1,2-benzenediol/4-ethylcatechol 1.37 0.10 0.53 0.20

4-hydroxyphenylacetic acid 1.17 3.89 1.74 1.55
Sinapaldehyde 1.07 −11.90 −0.47 −4.80
Hydroxytyrosol 0.99 2.62 0.57 0.38

p-HPEA-AC 0.99 2.34 0.24 −4.35
threo-syringoylglycerol/erythro-

syringoylglycerol 0.86 2.73 0.48 0.21

Epirosmanol/Rosmanol 0.85 −4.83 −7.10 −4.08
Umbelliferone/4-hydroxycoumarin 0.85 9.67 4.94 6.94

3,4-dihydroxyphenylacetic acid 0.83 0.72 0.45 0.41
p-HPEA-EA/Ligstroside-aglycone 0.81 4.72 2.53 2.32

Vanillin 0.80 3.87 1.56 1.47
Dimethylmatairesinol 1.34 17.81 0.63 13.29

Leonuriside A 1.07 2.04 −0.28 2.20

Pyrazines 2-acetyl-3,6-dimethylpyrazine/2-acetyl-3,5-
dimethylpyrazine 1.11 −0.46 −0.02 −0.52

Ethylpyrazine/2-ethylpyrazine/2,5-
dimethylpyrazine/2,6-

dimethylpyrazine/dimethylpyrazine/2,3-
dimethylpyrazine

1.08 −15.30 −17.61 −17.96

2-isopropyl-6-methoxypyrazine/2-
isopropyl-5-methoxypyrazine 1.01 −5.01 −0.38 −0.76

2-methyl-3-(2-methylpropyl)pyrazine 0.85 −2.83 −5.32 −5.35
2,5-diethyl-3-methylpyrazine 0.84 −2.76 −5.26 −5.29
2,3-diethyl-5-methylpyrazine 0.84 −2.81 −5.31 −5.33
3,5-diethyl-2-methylpyrazine 0.83 −2.79 −5.29 −5.31

Pyridines 6-acetyl-2,3,4,5-tetrahydropyridine 0.98 0.20 −0.06 −0.29
3-ethyl-pyridine 0.89 0.35 0.12 −0.15

2-ethyl-5-methylpyridine 0.88 2.08 −0.45 −0.92
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Table 1. Cont.

Class Discriminant Compounds (OPLS-DA) VIP Score LogFC Filter vs. Espresso LogFC Moka vs. Espresso LogFC Neapolitan vs. Espresso

Pyrroles N-furfurylpyrrole/1-furfurylpyrrole 0.89 −14.44 −16.93 −16.96
1-(2-furanylmethyl)-1H-pyrrole 0.82 −14.45 −16.93 −16.97

2-acetyl-1-pyrroline 1.07 −15.21 −17.68 −17.73
Stilbenes Pinosylvin 1.15 7.24 0.94 4.90

4-vinylsyringol 1.10 −14.94 −17.44 −17.46
Pterostilbene 0.94 −14.20 −16.69 −16.72

Phenolic acids 1,2-disinapoylgentiobiose 1.48 9.30 0.63 9.01
Gallic aldehyde/2,4-dihydroxybenzoic

acid/Protocatechuic
acid/3,5-dihydroxybenzoic
acid/2,6-dihydroxybenzoic
acid/2,3-dihydroxybenzoic

acid/Gentisic acid

1.11 −14.46 −16.95 −16.98

5-caffeoylquinic acid/3-caffeoylquinic
acid/Cryptochlorogenic

acid/4-caffeoylquinic
acid/1-O-caffeoylquinic

acid/trans-neochlorogenic acid

1.07 −8.44 −0.33 −8.44

p-coumaric acid ethyl ester 1.07 −4.10 2.16 −6.62
1-sinapoyl-2-feruloylgentiobiose 1.07 −4.06 2.30 −6.59

Caffeic acid ethyl ester 1.07 −11.90 −0.47 −4.80
p-coumaroyl tartaric acid 0.95 −8.69 −11.19 −11.21

m-coumaric acid/o-coumaric acid 0.90 −15.13 −17.44 −17.65
Caffeic acid/trans-caffeic acid 0.85 9.67 4.94 6.94

Vanillic acid 0.83 0.72 0.45 0.41
4,5-dicaffeoylquinic

acid/3,4-dicaffeoylquinic
acid/3,5-di-O-caffeoylquinic

acid/3,5-dicaffeoylquinic
acid/4,5-di-O-caffeoylquinic acid

0.80 0.67 −1.83 −1.85

Other compounds Floribundine 1.07 −13.84 −16.34 −16.37
2-methylbenzaldehyde/4-
methylbenzaldehyde/3-

methylbenzaldehyde/phenylacetaldehyde/4-
vinylphenol

1.05 −14.37 −6.53 −8.65

3,5-dimethyl-1,2-cyclopentanedione/3-
ethyl-1,2-cyclopentanedione/3,4-dimethyl-

1,2-cyclopentanedione/3-methyl-1,2-
cyclohexanedione

1.10 −13.81 −15.96 −17.06

Damascenone 0.92 −2.38 −0.05 −0.32
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Table 1. Cont.

Class Discriminant Compounds (OPLS-DA) VIP Score LogFC Filter vs. Espresso LogFC Moka vs. Espresso LogFC Neapolitan vs. Espresso

(R)-2-hydroxy-4,7-dimethoxy-2H-1,4-
benzoxazin-3(4H)-one

2-glucoside
0.90 2.90 0.29 0.15

Rubrofusarin
6-[glucosyl-(1-3)-glucosyl-(1-6)-glucoside] 0.96 16.79 12.16 16.38

b-D-glucuronopyranosyl-(1-3)-a-D-
galacturonopyranosyl-(1-2)-L-rhamnose 0.80 0.67 −1.83 −1.85

5-methylquinoxaline 1.09 −14.22 −16.72 −16.74
O-methylcorypalline 1.06 2.30 −0.05 −0.34

3-mercapto-3-methyl-1-butanol/4-
(methylthio)-1-butanol 1.04 −14.31 −6.46 −8.59
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Ubiquitously present in thermally processed foods, furans exposure studies revealed
that coffee contributes most significantly to an adult’s dietary exposure. This aspect might
be of concern, considering that the International Agency for Research on Cancer classified
furan as type 2B (i.e., possibly carcinogenic to humans). Besides, coffee is one of the only
foods known where 2-methylfuran levels consistently exceed those of furan. However,
as [36] reported, methyl-furans appear to be metabolized, at least in part, in a similar man-
ner to furan, thus resulting in highly reactive intermediates with similar toxicity. Regarding
their presence in coffee beverages, initially absent in green coffee beans, furan derivatives
are generated upon roasting from the thermal degradation of endogenous components. As
reported by [37], methyl-furan forms are generated from the condensation of carbohydrate
moieties arising from the Maillard reaction, while the origins of 3-methyl-, 2,5-dimethyl-,
and 2,3-dimethyl-furan derivatives have yet to be fully established [38]. Besides, 1,2-
Disinapoylgentiobiose is a phenolic acid that belongs to the sub-class of hydroxycinnamic
acids. Coffee is known to be a rich source of polyphenols, especially hydroxycinnamic acids,
such as different isomers of caffeoylquinic acid [39]. In our experimental conditions, this
compound was highly abundant in Filter (LogFC = 9.30) and Neapolitan (LogFC = 9.01)
extractions when compared with Espresso (Table 1). On the other hand, we found that
the Espresso category was the best in providing the highest recovery of chlorogenic acid
isomers (Table 1), with the Filter and Neapolitan category characterized by a strong down-
accumulation for these compounds (on average: −8.44; Table 1). Looking at other typical
compounds, we found that Filter was the best extraction system for the recovery of caf-
feine (VIP score = 1.01; LogFC vs. Espresso = 3.44), while the group of pyrazines mainly
characterized the Espresso preparation with the families of 2-Acetyl-dimethyl-pyrazines
showing the highest discrimination potential (VIP score = 1.11). According to data from
the literature, pyrazines and furans are the major compounds in terms of concentration
and the main classes contributing to coffee characteristic aroma through their impact on
flavor, imparting earthy, musty woody, and papery notes. In previous work, [40] identified
12 pyrazines in different brands of capsule-brewed Espresso samples, with a significant
abundance of 2-ethylpyrazine, 2-ethyl-6-methylpyrazine, and 2-ethyl-3,5-dimethylpyrazine,
that have also been indicated as potent key odorants. In our untargeted experimental con-
ditions, we detected several isomeric forms of different pyrazine-derivatives belonging to
ethyl-, acetyl-, diethyl-, and dimethyl-derivatives (Table 1). Therefore, the distribution of
pyrazines demonstrated that Espresso preparation was the best in enhancing the potential
development of typical coffee aroma.

Looking at some recent works about coffee brewing, [41] evaluated the distribution
of α-dicarbonyl compounds (α-DCs) and 4-methylimidazole in 72 Espresso coffees made
with different roasting and brewing conditions, demonstrating that a cold brewing method
provides the maximum concentration of these potentially hazardous compounds when the
largest coffee bean particles were used. Moreover, the level of α-DCs was higher in C. arabica
than in C. robusta, while C. robusta showed higher levels of 4-MI when compared with
C. arabica. In our experimental conditions (UHPLC-QTOF-MS), we did not evaluate the
presence of these Maillard reaction/caramelization-related intermediates considering that
the untargeted full Scan acquisition ranged from 100 up to 1200 m/z. However, as showed in
Table 1, among the discriminant compounds we listed several isomeric forms of methylated
and dimethylated oxazoles. Interestingly, the formation of the different heterocyclic volatile
compounds in coffee represents a complex interplay involving several chemical reactions,
such as the so-called Strecker degradation, in which the dicarbonyl reagent undergoes
transamination, thus leading to an α-aminocarbonyl. The α-aminocarbonyls are not only
the precursors of pyrazines but can also lead to pyrrole derivatives (some of them included
among the best discriminant marker compounds; Table 1), as well as imidazole and oxazole
derivatives (for the latter, a shared and parallel formation mechanism has been previously
proposed by [42]. Our findings revealed that both pyrrole and oxazole derivatives were
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marker compounds of the Espresso preparation, thus confirming once again the most
complex chemical profile as potentially related to its typical aroma.

3.3. Sensory Analysis

In this work, all the panelists properly performed in terms of repeatability; therefore,
the raw data generated by the six panelists have been validated and provided in Table 2 as
the median values of the panel score for each sensory descriptor for each sample under
investigation. Interestingly, the sensory evaluation was more relevant in discriminating the
different extraction methods than the coffee species.

Table 2. Median values of sensory descriptors for different coffee beverages corresponding to four
extraction systems applied on Arabica and Robusta roasted coffee. The meaning of each descriptor
was explained to the panelist according to World Coffee Research [24].

Sensory
Descriptors

Arabica
Moka

Arabica
Neapolitan

Pot

Robusta
Moka

Robusta
Neapolitan

Pot

Arabica
Espresso

Robusta
Espresso

Arabica
Filter

Robusta
Filter

Color intensity 7.0 6.7 6.9 6.1 7.0 7.3 7.0 7.2
Aroma intensity 5.4 4.1 5.6 4.0 6.7 6.2 4.8 5.2

Body 4.7 4.1 4.9 3.4 6.0 5.8 2.3 2.7
Acidity 3.1 1.4 1.9 2.1 3.8 3.3 1.8 2.2
Bitter 3.4 3.1 3.3 2.9 4.0 4.7 1.2 3.5

Astringency 2.1 2.3 1.7 1.4 2.0 2.8 1.0 1.3
Honey 2.0 1.6 1.0 1.4 0.7 0.3 0.5 0.5

Floral and fruity 2.0 1.3 1.3 1.6 1.3 0.7 1.5 1.0
Dry vegetal 2.3 2.7 3.9 2.4 2.2 3.8 2.0 1.8

Vegetal 2.7 3.1 3.9 2.9 2.3 3.1 2.0 1.7
Stone fruit 2.9 2.3 2.9 2.2 3.2 3.3 2.7 1.8

Nuts and dry fruits 3.9 3.3 4.0 3.1 2.7 3.3 2.8 2.2
Cereals 2.9 2.6 3.9 3.1 3.5 3.4 3.7 2.5
Caramel 1.9 2.0 2.4 1.6 2.7 3.0 1.3 1.5

Cocoa 2.3 2.4 2.3 2.4 1.5 2.7 0.7 1.2
Pastry 2.6 2.0 1.0 1.8 2.5 1.6 1.5 1.0

Roasted 3.9 3.6 4.9 4.0 4.3 4.6 3.5 3.2
Burnt 1.7 1.0 1.9 1.1 0.0 0.8 0.5 0.7

Positive aromas 4.4 3.7 3.9 3.5 4.3 4.6 3.8 3.5
Aroma persistence 4.4 3.7 4.1 2.9 4.2 5.6 3.2 2.3

The analysis of variance (ANOVA) provided the classification of samples by signifi-
cantly variant descriptors, namely color intensity, aroma intensity, body, acidity, vegetal,
stone fruit, nuts and dry fruits, caramel, cocoa, burnt, positive aromas, and aroma persis-
tence. Espresso samples were highlighted as the most intense (p < 0.05) in terms of aroma,
acidity, body, and aroma persistence, being characterized in terms of caramel and stone
fruits notes, the most persistent for aroma, and the weakest for burnt notes.

On the other hand, Neapolitan pot resulted as the weakest in color and aroma intensity,
acidity, stone fruits notes, yet was the most characterized for cocoa notes. Regarding Moka
and filter coffee, they hardly never peaked in any category apart from burnt notes, which
was higher in Moka. Body, vegetal, nuts, and dried fruits, caramel, cocoa, and aroma
persistence resulted in the weakest intensity in filter coffee. Additionally, Figure 3 provides
the sample distribution in two dimensions, rotate space drove, from PCA on average
data obtained by the sensory analysis of different coffee beverages corresponding to four
extraction systems applied on Arabica and Robusta roasted coffee.

The PCA graph (Figure 4) showed the different sensory perceptions (i.e., bitter taste,
body, aroma persistence, burnt, caramel, honey, roasted, stone fruits and global positive
aroma) that led to discrimination among samples depending on coffee variety and/or
extraction methods. The two principal components (PC1 and PC2) cumulatively explained
the 79.9% of the total variance, thus outlining the reliability of sensory attributes to dis-
criminate against samples based on either the origin or further handling. Additionally, as
outlined in Figure 4, such factorial analysis applied to the sensory data of coffee beverages
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showed a higher impact of the coffee preparation method over coffee variety in providing
samples grouping.

Figure 4. Unsupervised PCA score plot resulted from data obtained by sensory analysis of dif-
ferent coffee beverage corresponding to four extraction systems applied on Arabica and Robusta
roasted coffee.

Furthermore, by inspecting the distribution in Figure 5A–D, it was possible to de-
fine the most discriminant descriptors of different extraction. In this regard, the Moka
brewing (Figure 5A) was found to exalt body, roasty, and caramel aromas for Robusta,
however, it was relevant for the extraction of the positive odorants and honey notes char-
acterizing Moka coffee obtained from Arabica, while increasing their persistency. This
also reflected the high relative abundance of 2-acetylpyrrole (caramel, bread and beaked)
and 4,5-dimethyl-2-propyloxazole (roasted) in Arabica that justify the cereal and pastry
taste and the higher presence in Robusta of 3-Ethylpyridine (grassy) and 6-Acetyl-2,3,4,5-
tetrahydropyridine (creamy, bread crust) (Table 1).

Figure 5. Sensory profiles of different coffee beverages corresponding to four extraction systems
applied on Arabica and Robusta roasted coffee, and considering: Moka (A), Espresso (B), Filter (C),
and Neapolitan (D) extraction methods.
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When considering the Espresso extraction (Figure 5B), Arabica overcame Robusta
thanks to the higher body, the richness in positive aroma and fragrances and the pastry
notes. Conversely, Robusta showed higher bitterness and aroma persistence, together
with aromas of caramel, roasted and stone fruits. As confirmed by the shape of the spider
graphs, the PCA and the cluster analysis of metabolites Espresso extraction were closer in
terms of perceptions and composition than the other extractions prepared with the same
roasted coffee.

Regarding filter coffee prepared with an automatic home dripper (Figure 5C), it was
characterized by constant descriptors reported for both Arabica and Robusta, and it was
accepted that the bitterness that was peculiar only for the drip-coffee obtained with Robusta
beans. Two samples differed for the predominance of roasted, stone fruits notes and a
more intense olfactory perception always found in Arabica coffee. Conversely, Robusta
was found to provide more caramelized notes—in terms of quantity—and higher body.

Finally, the Neapolitan pot (Figure 5D) remarkably impacted the profile of the beverage.
In fact, as highlighted from the slight distances of samples both in the PCA graph and on
the spider chart, the two species were lower in scores for all the descriptors if compared
with other extraction methods and were mutually close in terms of sensory profile. The only
notable differences revealed by the panelists were body and aroma persistence, majorly
perceived in the Arabica sample, and roasted and burnt notes higher in Robusta coffee.

4. Conclusions

The combination of UHPLC-QTOF untargeted metabolomics and sensory analysis
allowed us to depict the impact of different Italian traditional extraction methods, namely
Espresso, Neapolitan, Moka, and Filter coffee. The chemical and sensory profile of each
coffee beverage was evaluated using both Coffea arabica and Coffea canephora var. robusta.
Interestingly, the ability of our approach to discriminate against coffee beverages, prepared
with different methods, was hierarchically higher than the coffee species considered. The
combination of sensory analysis and metabolomics allowed us to build distinctive profiles
characterizing brewed coffees, thus outlining mutual differences and similarities. Further
ad hoc studies, based on more targeted approaches, are advisable to better evaluate the
degree of correlation between sensory perceptions and chemical markers as a function of
the extraction technique considered.

Supplementary Materials: The following supporting information can be downloaded at: https:
//www.mdpi.com/article/10.3390/foods11060807/s1, Figure S1: Sensory attributes evaluated by
the judges after description of their definition, provided as Trialcard Plus form by “Centro Studi
Assaggiatori—Italian tasters”. Supplementary File S1: Dataset of coffee metabolites resulting from
UHPLC-QTOF putative annotation together with the Volcano Plot analysis for the comparison
Arabica vs. Robusta, and the validation parameters of the prediction model built.

Author Contributions: Conceptualization, M.L. and L.L.; methodology, F.V., M.L., G.R. and L.L.;
software, F.V., M.L. and G.R.; validation, F.V. and G.R.; formal analysis, F.V. and G.R.; investigation,
F.V., M.L., G.R. and L.L.; resources, M.L. and L.L.; data curation, F.V. and G.R.; writing—original draft
preparation, F.V. and G.R.; writing—review and editing, M.L. and L.L.; visualization, F.V. and G.R.;
supervision, M.L. and L.L.; project administration, M.L. and L.L. All authors have read and agreed to
the published version of the manuscript.

Funding: This research received no external funding.

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: Research data are available in article supplementary materials and
from the authors on request.

https://www.mdpi.com/article/10.3390/foods11060807/s1
https://www.mdpi.com/article/10.3390/foods11060807/s1


Foods 2022, 11, 807 16 of 17

Acknowledgments: The authors acknowledge the “Fondazione Romeo and Enrica Invernizzi” (Mi-
lan, Italy) for supporting the metabolomics facility at Università Cattolica del Sacro Cuore. The
authors acknowledge the Doctoral School of the Agro-Food System (Agrisystem)—Università Cat-
tolica del Sacro Cuore (Piacenza, Italy) for supporting the research activities of F.V.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Ico.Org. Available online: http://www.ico.org/prices/po-production.pdf (accessed on 15 February 2021).
2. Scalabrin, S.; Toniutti, L.; Di Gaspero, G.; Scaglione, D.; Magris, G.; Vidotto, M.; Pinosio, S.; Cattonaro, F.; Magni, F.; Jurman, I.; et al.

A Single Polyploidization Event at the Origin of the Tetraploid Genome of Coffea Arabica Is Responsible for the Extremely Low
Genetic Variation in Wild and Cultivated Germplasm. Sci. Rep. 2020, 10, 4642. [CrossRef] [PubMed]

3. Illy, A.; Viani, R. Espresso Coffee: The Science of Quality; Academic Press: Cambridge, MA, USA, 2005; ISBN 9780123703712.
4. Privat, I.; Foucrier, S.; Prins, A.; Epalle, T.; Eychenne, M.; Kandalaft, L.; Caillet, V.; Lin, C.; Tanksley, S.; Foyer, C.; et al. Differential

Regulation of Grain Sucrose Accumulation and Metabolism in Coffea Arabica (Arabica) and Coffea Canephora (Robusta)
Revealed through Gene Expression and Enzyme Activity Analysis. New Phytol. 2008, 178, 781–797. [CrossRef]

5. Cenci, A.; Combes, M.-C.; Lashermes, P. Genome Evolution in Diploid and Tetraploid Coffea Species as Revealed by Comparative
Analysis of Orthologous Genome Segments. Plant Mol. Biol. 2012, 78, 135–145. [CrossRef]

6. Ne Perrois, C.; Strickler, S.R.; Mathieu, G.; Lepelley, M.; Bedon, L.; Michaux, S.; Husson, J.; Mueller, L.; Privat, I. Differential
Regulation of Caffeine Metabolism in Coffea Arabica (Arabica) and Coffea Canephora (Robusta). Plants 2015, 241, 179–191.
[CrossRef] [PubMed]

7. Koshiro, Y.; Jackson, M.C.; Katahira, R.; Wang, M.L.; Nagai, C.; Ashihara, H. Biosynthesis of Chlorogenic Acids in Growing
and Ripening Fruits of Coffea Arabica and Coffea Canephora Plants. Z. Fur Nat.-Sect. C J. Biosci. 2007, 62, 731–742. [CrossRef]
[PubMed]

8. Maeztu, L.; Sanz, C.; Andueza, S.; Paz De Peña, M.; Bello, J.; Cid, C. Characterization of Espresso Coffee Aroma by Static
Headspace GC-MS and Sensory Flavor Profile. J. Agric. Food Chem. 2001, 49, 5437–5444. [CrossRef]

9. Caprioli, G.; Cortese, M.; Sagratini, G.; Vittori, S. The Influence of Different Types of Preparation (Espresso and Brew) on Coffee
Aroma and Main Bioactive Constituents. Int. J. Food Sci. Nutr. 2015, 66, 505–513. [CrossRef]

10. Gloess, A.N.; Vietri, A.; Wieland, F.; Smrke, S.; Schönbächler, B.; López, J.A.S.; Petrozzi, S.; Bongers, S.; Koziorowski, T.;
Yeretzian, C. Evidence of Different Flavour Formation Dynamics by Roasting Coffee from Different Origins: On-Line Analysis
with PTR-ToF-MS. Int. J. Mass Spectrom. 2014, 365, 324–337. [CrossRef]

11. Gloess, A.N.; Schönbächler, B.; Klopprogge, B.; Chatelain, K.; Bongartz, A.; Strittmatter, A.; Rast, M.; Yeretzian, C. Comparison
of Nine Common Coffee Extraction Methods: Instrumental and Sensory Analysis. Eur. Food Res. Technol. 2013, 236, 607–627.
[CrossRef]

12. Rocchetti, G.; Braceschi, G.P.; Odello, L.; Bertuzzi, T.; Trevisan, M.; Lucini, L. Identification of Markers of Sensory Quality in
Ground Coffee: An Untargeted Metabolomics Approach. Metab. Off. J. Metab. Soc. 2020, 16, 127. [CrossRef]

13. Koh, G.H.; Lee, C.H.; Yoon, J. Physicochemical Characteristics of Coffee Brews Using Different Brewing Methods. Food Eng. Prog.
2020, 24, 110–119. [CrossRef]

14. Xu, L.; Lao, F.; Xu, Z.; Wang, X.; Chen, F.; Liao, X.; Chen, A.; Yang, S. Use of Liquid Chromatography Quadrupole Time-of-Flight
Mass Spectrometry and Metabolomic Approach to Discriminate Coffee Brewed by Different Methods. Food Chem. 2019, 286,
106–112. [CrossRef] [PubMed]

15. The Italian Market Potential for Coffee CBI. Available online: https://www.cbi.eu/market-information/coffee/italy/market-
potential (accessed on 3 December 2021).

16. Cordoba, N.; Fernandez-Alduenda, M.; Moreno, F.L.; Ruiz, Y. Coffee Extraction: A Review of Parameters and Their Influence on
the Physicochemical Characteristics and Flavour of Coffee Brews. Trends Food Sci. Technol. 2020, 96, 45–60. [CrossRef]

17. Caporaso, N.; Genovese, A.; Canela, M.D.; Civitella, A.; Sacchi, R. Neapolitan Coffee Brew Chemical Analysis in Comparison to
Espresso, Moka and American Brews. Food Res. Int. 2014, 61, 152–160. [CrossRef]

18. Wei, F.; Furihata, K.; Miyakawa, T.; Tanokura, M. A Pilot Study of NMR-Based Sensory Prediction of Roasted Coffee Bean Extracts.
Food Chem. 2014, 152, 363–369. [CrossRef] [PubMed]

19. Hutachok, N.; Koonyosying, P.; Pankasemsuk, T.; Angkasith, P.; Chumpun, C.; Fucharoen, S.; Srichairatanakool, S. Chemical
Analysis, Toxicity Study, and Free-Radical Scavenging and Iron-Binding Assays Involving Coffee (Coffea arabica) Extracts.
Molecules 2021, 26, 4169. [CrossRef] [PubMed]

20. Leroy, T.; de Bellis, F.; Legnate, H.; Kananura, E.; Gonzales, G.; Pereira, L.F.; Andrade, A.C.; Charmetant, P.; Montagnon, C.;
Cubry, P.; et al. Improving the Quality of African Robustas: QTLs for Yield- and Quality-Related Traits in Coffea Canephora. Tree
Genet. Genomes 2011, 7, 781–798. [CrossRef]

21. Gamboa-Becerra, R.; Hernández-Hernández, M.C.; González-Ríos, Ó.; Suárez-Quiroz, M.L.; Gálvez-Ponce, E.; Ordaz-Ortiz, J.J.;
Winkler, R. Metabolomic Markers for the Early Selection of Coffea Canephora Plants with Desirable Cup Quality Traits. Metabolites
2019, 9, 214. [CrossRef]

http://www.ico.org/prices/po-production.pdf
http://doi.org/10.1038/s41598-020-61216-7
http://www.ncbi.nlm.nih.gov/pubmed/32170172
http://doi.org/10.1111/j.1469-8137.2008.02425.x
http://doi.org/10.1007/s11103-011-9852-3
http://doi.org/10.1007/s00425-014-2170-7
http://www.ncbi.nlm.nih.gov/pubmed/25249475
http://doi.org/10.1515/znc-2007-9-1017
http://www.ncbi.nlm.nih.gov/pubmed/18069248
http://doi.org/10.1021/jf0107959
http://doi.org/10.3109/09637486.2015.1064871
http://doi.org/10.1016/j.ijms.2014.02.010
http://doi.org/10.1007/s00217-013-1917-x
http://doi.org/10.1007/s11306-020-01751-6
http://doi.org/10.13050/foodengprog.2020.24.2.110
http://doi.org/10.1016/j.foodchem.2019.01.154
http://www.ncbi.nlm.nih.gov/pubmed/30827582
https://www.cbi.eu/market-information/coffee/italy/market-potential
https://www.cbi.eu/market-information/coffee/italy/market-potential
http://doi.org/10.1016/j.tifs.2019.12.004
http://doi.org/10.1016/j.foodres.2014.01.020
http://doi.org/10.1016/j.foodchem.2013.11.161
http://www.ncbi.nlm.nih.gov/pubmed/24444949
http://doi.org/10.3390/molecules26144169
http://www.ncbi.nlm.nih.gov/pubmed/34299444
http://doi.org/10.1007/s11295-011-0374-6
http://doi.org/10.3390/metabo9100214


Foods 2022, 11, 807 17 of 17

22. Navarini, L.; Nobile, E.; Pinto, F.; Scheri, A.; Suggi-Liverani, F. Experimental Investigation of Steam Pressure Coffee Extraction in
a Stove-Top Coffee Maker. Appl. Therm. Eng. 2008, 29, 998–1004. [CrossRef]

23. Wellinger, A.-M.; Smrke, S.; Yeretzian, C. The Scae Water Chart Measure Aim Treat; Zurich University of Applied Sciences:
Winterthur, Switzerland, 2016.

24. World Coffee Research SENSORY LEXICON Unabridged Definition and References Version 2.0. Available online: https:
//worldcoffeeresearch.org/resources/sensory-lexicon (accessed on 1 February 2022).

25. Salek, R.M.; Steinbeck, C.; Viant, M.R.; Goodacre, R.; Dunn, W.B. The Role of Reporting Standards for Metabolite Annotation and
Identification in Metabolomic Studies. GigaScience 2013, 2, 13. [CrossRef]

26. Tsugawa, H.; Kind, T.; Nakabayashi, R.; Yukihira, D.; Tanaka, W.; Cajka, T.; Saito, K.; Fiehn, O.; Arita, M. Hydrogen Rearrangement
Rules: Computational MS/MS Fragmentation and Structure Elucidation Using MS-FINDER Software. Anal. Chem. 2016, 88,
7946–7958. [CrossRef] [PubMed]

27. Senizza, A.; Rocchetti, G.; Callegari, M.L.; Lucini, L.; Morelli, L. Linoleic Acid Induces Metabolic Stress in the Intestinal
Microorganism Bifidobacterium Breve DSM 20213. Sci. Rep. 2020, 10, 5997. [CrossRef]

28. Portela, C.D.S.; de Almeida, I.F.; Mori, A.L.B.; Yamashita, F.; Benassi, M.D.T. Brewing Conditions Impact on the Composition and
Characteristics of Cold Brew Arabica and Robusta Coffee Beverages. LWT 2021, 143, 111090. [CrossRef]

29. Asamenew, G.; Kim, H.W.; Lee, M.K.; Lee, S.H.; Lee, S.; Cha, Y.S.; Lee, S.H.; Yoo, S.M.; Kim, J.B. Comprehensive Characterization
of Hydroxycinnamoyl Derivatives in Green and Roasted Coffee Beans: A New Group of Methyl Hydroxycinnamoyl Quinate.
Food Chem. X 2019, 2, 100033. [CrossRef] [PubMed]

30. Berti, F.; Navarini, L.; Colomban, S.; Forzato, C. Hydroxycinnamoyl Amino Acids Conjugates: A Chiral Pool to Distinguish
Commercially Exploited Coffea spp. Molecules 2020, 25, 1704. [CrossRef]

31. Frew, A.; Powell, J.R.; Glauser, G.; Bennett, A.E.; Johnson, S.N. Mycorrhizal Fungi Enhance Nutrient Uptake but Disarm Defences
in Plant Roots, Promoting Plant-Parasitic Nematode Populations. Soil Biol. Biochem. 2018, 126, 123–132. [CrossRef]

32. Lucini, L.; Rocchetti, G.; Trevisan, M. Extending the Concept of Terroir from Grapes to Other Agricultural Commodities: An
Overview. Curr. Opin. Food Sci. 2020, 31, 88–95. [CrossRef]

33. Balzano, M.; Loizzo, M.R.; Tundis, R.; Lucci, P.; Nunez, O.; Fiorini, D.; Giardinieri, A.; Frega, N.G.; Pacetti, D. Spent Espresso
Coffee Grounds as a Source of Anti-Proliferative and Antioxidant Compounds. Innov. Food Sci. Emerg. Technol. 2020, 59, 102254.
[CrossRef]

34. Daglia, M.; Papetti, A.; Aceti, C.; Sordelli, B.; Spini, V.; Gazzani, G. Isolation and Determination of Alpha-Dicarbonyl Compounds
by RP-HPLC-DAD in Green and Roasted Coffee. J. Agric. Food Chem. 2007, 55, 8877–8882. [CrossRef]

35. Caporaso, N.; Whitworth, M.B.; Cui, C.; Fisk, I.D. Variability of Single Bean Coffee Volatile Compounds of Arabica and Robusta
Roasted Coffees Analysed by SPME-GC-MS. Food Res. Int. 2018, 108, 628–640. [CrossRef]

36. Becalski, A.; Hayward, S.; Krakalovich, T.; Pelletier, L.; Roscoe, V.; Vavasour, E. Development of an Analytical Method and Survey
of Foods for Furan, 2-Methylfuran and 3-Methylfuran with Estimated Exposure. Food Addit. Contam. Part A Chem. Anal. Control.
Expo. Risk Assess. 2010, 27, 764–775. [CrossRef] [PubMed]

37. Limacher, A.; Kerler, J.; Davidek, T.; Schmalzried, F.; Blank, I. Formation of Furan and Methylfuran by Maillard-Type Reactions in
Model Systems and Food. J. Agric. Food Chem. 2008, 56, 3639–3647. [CrossRef]

38. Rahn, A.; Yeretzian, C. Impact of Consumer Behavior on Furan and Furan-Derivative Exposure during Coffee Consumption. A
Comparison between Brewing Methods and Drinking Preferences. Food Chem. 2019, 272, 514–522. [CrossRef] [PubMed]

39. Budryn, G.; Nebesny, E.; Oracz, J. Correlation Between the Stability of Chlorogenic Acids, Antioxidant Activity and Acrylamide
Content in Coffee Beans Roasted in Different Conditions. Int. J. Food Prop. 2015, 18, 290–302. [CrossRef]

40. Lolli, V.; Acharjee, A.; Angelino, D.; Tassotti, M.; Del Rio, D.; Mena, P.; Caligiani, A. Chemical Characterization of Capsule-Brewed
Espresso Coffee Aroma from the Most Widespread Italian Brands by HS-SPME/GC-MS. Molecules 2020, 25, 1166. [CrossRef]
[PubMed]

41. Hyong, S.; Chu, M.; Park, H.; Park, J.; Lee, K.G. Analysis of α-Dicarbonyl Compounds and 4-Methylimidazole in Coffee Made
with Various Roasting and Brewing Conditions. LWT 2021, 151, 112231. [CrossRef]

42. Yaylayan, V.A.; Haffenden, L.J.W. Mechanism of Imidazole and Oxazole Formation in [13C-2]-Labelled Glycine and Alanine
Model Systems. Food Chem. 2003, 81, 403–409. [CrossRef]

http://doi.org/10.1016/j.applthermaleng.2008.05.014
https://worldcoffeeresearch.org/resources/sensory-lexicon
https://worldcoffeeresearch.org/resources/sensory-lexicon
http://doi.org/10.1186/2047-217X-2-13
http://doi.org/10.1021/acs.analchem.6b00770
http://www.ncbi.nlm.nih.gov/pubmed/27419259
http://doi.org/10.1038/s41598-020-62897-w
http://doi.org/10.1016/j.lwt.2021.111090
http://doi.org/10.1016/j.fochx.2019.100033
http://www.ncbi.nlm.nih.gov/pubmed/31432017
http://doi.org/10.3390/molecules25071704
http://doi.org/10.1016/j.soilbio.2018.08.019
http://doi.org/10.1016/j.cofs.2020.03.007
http://doi.org/10.1016/j.ifset.2019.102254
http://doi.org/10.1021/jf071917l
http://doi.org/10.1016/j.foodres.2018.03.077
http://doi.org/10.1080/19440040903473332
http://www.ncbi.nlm.nih.gov/pubmed/20485998
http://doi.org/10.1021/jf800268t
http://doi.org/10.1016/j.foodchem.2018.08.078
http://www.ncbi.nlm.nih.gov/pubmed/30309576
http://doi.org/10.1080/10942912.2013.805769
http://doi.org/10.3390/molecules25051166
http://www.ncbi.nlm.nih.gov/pubmed/32150929
http://doi.org/10.1016/j.lwt.2021.112231
http://doi.org/10.1016/S0308-8146(02)00470-3

	Introduction 
	Materials and Methods 
	Coffee Samples 
	Extraction Methods 
	Sensory Analysis 
	Extraction of Metabolites from Coffee Samples 
	Untargeted Metabolomic Profiling through UHPLC-QTOF Mass Spectrometry 
	Multivariate Statistical Analysis 
	Metabolomic Data 
	Sensory Data 


	Results and Discussion 
	Untargeted Profiling by UHPLC-QTOF-Mass Spectrometry 
	Multivariate Statistical Discrimination of the Different Extraction Methods 
	Sensory Analysis 

	Conclusions 
	References

